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109 120 130 140 150 162 

CYILHSDYQLFSDAKANCTAESSTLPNKSDVLITWLIDYVEDTWGSDGNPITKT 

CYILHSDYQLFSDAKANCTAESSTLPNKSDVLITWLIDYVEDTWGSDGNPITKT 

CYIFHSDYQLFSDAKANCATESSTLPNKSDVLTTWLIDYVEDTWGSDGNPITKT 

CYIFHSDYQLFSDAKANCATESSTLPNKSDVLTTWLIDYVEDTWGSDGNPITKT 

CYILHSDYQLFSDAKANCTAESSTLPNKSDVLTTWLIDYVEDTWGSDGNPITKT 



163 170 185 
TSDYQDSDVSQEVRKYFCVKTMN 
TSDYQDSDVSQEVRKYFCVKTMN 
TTDYQDSDVSQEVRKYFCVKTMN 
TTDYQDSDVSQEVRKYFCVKTMN 
TSDYQDSDVSQEVRKYFCVKTMN 



SEQ ID NO. 11 

SEQ ID NO. 12 

SEQ ID NO. 13 

SEQ ID NO. 14 

SEQ ID NO. 15 



REPLACEMENT SHEET 



Figure 6 







HPT.- DPI A 1 


( i ^ 


JJOii rtnH'lOlU / 




r Oil rj jUDD 


\ J- ^ 


c OJj -HHHD U Oft O 


f i \ 


consensus 


m ^ 
UJ 




(56) 


D8L-P04195 


(56) 


D8L-AAA48107 


(56) 


F8L-P330651 


(56) 


F8L-AAA60846 


(56) 


Consensus 


(56) 



D8L-P04195 
D8L-AAA48107 

F8L-P33065 
F8L-AAA60846 
Consensus 



D8L-P04195 
D8L-AAA48107 

F8L-P33065 
F8L-AAA60846 
Consensus 



D8L-P04195 
D8L-AAA48107 

F8L-P33065 
F8L-AAA60846 
Consensus 



1 10 20 30 40 55 

MPQQLSPINIETKKAISNARLKPLDIHYNESKPTTIQNTGKLVRINFKGGYISGG 
MPQQLSPINIETKKAISNARLKPLDIHYNESKPTTIQNTGKLVRINFKGGYISGG 
MPQQLSPINIETKKAISNARLKPLNIHYNESKPTTIQNTGKLVRINFKGGYLSGG 
MPQQLSPINIETKKAISNARLKPLNIHYNESKPTTIQNTGKLVRINFKGGYLSGG 
MPQQLSPINIETKKAISNARLKPLNIHYNESKPTTIQNTGKLVRINFKGGYISGG 

56 70 80 90 110 

FLPNEYVLSSLHIYWGKEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKH 
FLPNEYVLSSLHIYWGKEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKH 
FLPNEYVLSSLHIYWGKEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKH 
FLPNEYVLS S LH I YWGKEDD YGSNHL I DVYKYSGE I NLVHWNKKKYS S YEE AKKH 
5 6 ) FLPNEYVLS S LH I YWGKEDD YGSNHL I DVYKYSGE I NLVHWNKKKYS S YEE AKKH 



111 
111 
111 
111 
111 
111 

166 
166 
166 
166 
166 
166 

221 
221 
221 
221 
221 
221 



111 120 130 140 150 165 

DDGL 1 1 1 S I FLQVLDHKNVYFQK I VNQLDS I RS ANTS APFD SVF YLDNLLPS KLD 
DDGL I I I S I FLQVSDHKNVYFQKI VNQLDS I RS ANTS APFD S VFYLDNLLPSTLD 
DDGLI I ISIFLQVSDHKNVYFQKI VNQLDS IRTANTSAPFDSVFYLDNLLPSKLD 
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109) RCEEKNGNTSWNDTVTCPNAECQPLQLEHGSCQPVKEKYSFGEYMTINCDVGYE 

109) RCEEKNGNTSWNDTVTCPNAECQPLQLEHGSCQPVKEKYSFGEYMTINCDVGYE 

109) RCEEKNGNTSWNDTVTCPNAECQSLQLDHGSCQPVKEKYSFGEHITINCDVGYE 

109) RCEEKNGNTSWNDTVTCPNAECQSLQLDHGSCQPVKEKYSFGEHITINCDVGYE 

109) RCEEKNGNTSWNDTVTCPNAECQSLQLDHGSCQPVKEKYSFGEHITINCDVGYE 

109) RCEEKNGNTSWNDTVTCPNAECQSLQLDHGSCQPVKEKYSFGEHITINCDVGYE 

109) RCEEKNGNTSWNDTVTCPNAECQSLQLDHGSCQPVKEKYSFGEHITINCDVGYE 
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163 ) VIGASYITCTANSWNVIPSCQQKCDIPSLSNGLISGSTFSIGGVIHLSCKSGFI 
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1) MAWSITNKADTSSFTKMAEIRAHLKNSAENKDKNEDIFPEDVIIPSTKPKTKRAT 

1) MAWSITNKADTSSFTKMAEIRAHLRNSAENKDKNDDIFPEDVIIPSTKPKTKRA 
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1) MAWSITNKADTSSFTKMAEIRAHLK^ 
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56) TPRKPAATKRSTKKEE VEEEWIEEYHQTTEKNSP SPGVSDIVESV 

56) TPRKPAATKRSTKKEE VEEEWIEEYHQTTEKNSP SPGVGDIVESV 

56) TPRKPAATKRSTKKDKEKEEVEEEEWIEEYHQTTEENSPPPSSSPGVGNIVESV 

56) TPRKPAATKRSTKKDKEKEEV-EEEWIEEYHQTTEENSPPPSSSPGVGDIVESV 

56) TPRKPAATKRSTKKDKEKEEWEEEWIEEYHQTTEKNSPPPSSSPGVGDIVESV 

111) 111 120 130 140 150 165 

102 ) AAVELDDSDGDD EPMVQVEAGKVNHSARSDLSDLKVATDNIVKSLK 

102 ) AAVELDDSDGDD EPMVQVEAGKVNHSARSDLSDLKVATDNIVKSLK 

111) TAVELDDSNGDDDNDNDNDDNEPMVQVEAGKVNHSARSDLSDLKVATDNIVKSLK 

110 ) TAVELDDSNGDDDITOITONDDNEPIWQVEAGKVNHSARSDLSDLKVATDNIVKSLK 

111 ) TAVELDDSNGDDDNDNDNDDNEPMVQVEAGKVNHSARSDLSDLKVATDNIVKSLK 

166) 166 180 190 200 210 220 

148) KIITRISAVSTVLEDVQAAGISRQFTSMTKAITTLSDLVTEGKSKVVRKKVKTCK 
148) KIITRISAVSTVLEDVQAAGISRQFTSMTKAITTLSDLVTEGKSKVVRKKVKTCK 
166) KIITRISAVSTVLEDVQAAGISRQFTSMTKSITTLSDLVTEGKSKWRKKVKTCK 

165) KIITRISAVSTVLEDVQAAGISRQFTSMTKSITTLSDLVTEGKSKVVRKKVKTCK 

166) KIITRISAVSTVLEDVQAAGISRQFTSMTKAITTLSDLVTEGKSKWRKKVKTCK 
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